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Folding simulation of protein structures based on GO module

Takeshi Nanami

abstract : There is no doubt that biotechnology has been playing a crucial role in not only itself but also
other related scientific studies. Protein structure prediction, one of indispensable issue in the study, has been
discussed in various ways. No one state, however, that the issue can derive unknown structures with enough
accuracy. In this paper, we apply GO module idea and exon-shuffling hypothesis for prediction and detection
of protein structures. GO module is a set of C-alpha atoms in a certain protein and its boundary is defined
using average square distances, while exon-shuffling contributes to protein evolution. With the assumption
of strong relationship between GO module and molecular evolution, first and foremost, we confirm that the
boundaries of GO modules correspond to them of exons. And then the new approach using those ideas is

described. As the result, this novel method derived some correspondent structures to well known a protein in

aaRS family.
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